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therapy response in patients with HER2+ BC
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Neoadjuvant treatment (NAT) combining chemotherapy and HER2-targeted agents is frequently administered to HER2-positive (HER2+) BC tissue (A): Tissue
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inferred quantitative multimodal anisotropy imaging (iQMAI), a machine learning (ML)-based model that infers fiber-level collagen features and colorized collagen
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